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[Comments]
User Administrator
Workgroup TESTE 2
Division
Company QPack
Creation date 14/02/2023 09:29
[Detailed Information] [Measurement Information]
Data array type Linear data array Model Name
Horizontal axis Wavelength [nm] Serial No.
Vertical axis Abs
Start 200 nm
End 600 nm
Data interval 2nm
Data points 200
[ Result of Peak Picking ]
No. Position Intensity No. Position Intensity
1 272 0.0177515 2 244 0.00486147
3 206 0.042658
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Review
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

BRANCO 01 - CH1

2,0 3,0

’ ] 4,0
Retention Time [min]

1,0 5,0

QPackSA
14/02/2023 08:52:32

HPLO8

14/02/2023 08:47:30
10,0 [uL]

41

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

BRANCO 01-CH1

CH1
40 [msec]
Qualificagdo 2023

1/1
Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 08:59:32

HPLO8

14/02/2023 08:54:30
10,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

PCIN 01-CH1

CH1
40 [msec]
Qualificagdo 2023 2

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2938]

740721]

110242]100,000[100000]  N/AJ4916] N/A] 1,321] |

1/1

PCIN 01 - CH1

50

Creator
Reviewer
Approver



110000
100000
=
=
Z
© 50000
E
0

0,0

Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 09:06:32

HPLO8

14/02/2023 09:01:30
10,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

PCIN 02-CH1

CH1
40 [msec]
Qualificagdo 2023 2

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2887]

748073]

111802]100,000[100.000]  N/A[4772] N/A] 1,320] |

1/1

PCIN 02 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 09:13:32

HPLO8

14/02/2023 09:08:29
10,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

PCIN 03-CH1

CH1
40 [msec]
Qualificagdo 2023 2

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 23899]

747585]

111308]100,000[100.000]  N/A[4788] N/A] 1,331] |

1/1

PCIN 03 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir‘x]r

QPackSA
14/02/2023 09:20:32

HPLO8

14/02/2023 09:15:29
10,0 [uL]

41

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

BRANCO 02-CH1
CH1

40 [msec]
Qualificagdo 2023

1/1

BRANCO 02 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 09:27:30

HPLO8

14/02/2023 09:22:29
10,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

PCIN 04-CH1

CH1
40 [msec]
Qualificagdo 2023 2

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 23893]

748180]

112212]100,000[100000]  N/A[4839] N/A] 1,326] |

1/1

PCIN 04 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 09:34:30

HPLO8

14/02/2023 09:29:29
10,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

PCIN 05-CH1

CH1
40 [msec]
Qualificagdo 2023 2

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2878]

752546]

112379]100,000[100000]  N/A[4761] N/A] 1,343] |

1/1

PCIN 05 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 09:41:30

HPLO8

14/02/2023 09:36:29
10,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

PCIN 06—-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 23899]

735642]

109416]100,000[100.000]  N/AJ4845] N/A] 1,344] |

1/1

PCIN 06 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

Chromatogram

BRANCO 03 - CH1

1,0 2,0 3,0 4,0

‘Retention Time [mir‘x]r

QPackSA
14/02/2023 09:48:30

HPLO8

14/02/2023 09:43:28
10,0 [uL]

4

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023

BRANCO 03-CH1

CH1
40 [msec]

1/1

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

LDUV 01 - CH1

2,0 3,0

’ ] 4,0
Retention Time [min]

1,0 5,0

QPackSA
14/02/2023 09:55:28

HPLO8

14/02/2023 09:50:25
10,0 [uL]

31

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023

LDUV 01-CH1

CH1
40 [msec]

1/1
Creator
Reviewer
Approver

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:02:28

HPLO8

14/02/2023 09:57:25
10,0 [uL]

32

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LDUV 02-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2886]

254922]

38039/ 100,000[100,000]  N/A[4792] N/A] 1,320] |

1/1

LDUV 02 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:09:28

HPLO8

14/02/2023 10:04:25
10,0 [uL]

33

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LDUV 03-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2887]

516389]

76742]100,000[100,000]  N/A[4795] N/A] 1,340] |

1/1

LDUV 03 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:16:28

HPLO8

14/02/2023 10:11:25
10,0 [uL]

34

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LDUV 04-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2871]

747758]

111652]100,000[100.000]  N/AJ4810] N/A] 1,336] |

1/1

LDUV 04 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:23:28

HPLO8

14/02/2023 10:18:25
10,0 [uL]

35

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LDUV 05-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2875]

1009235]

151240]100,000[100.000]  N/A[4840] N/A] 1,342] |

1/1

LDUV 05 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:30:20

HPLO8

14/02/2023 10:25:17
0,1 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LIIN 01-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2861]

30679]

4758]100,000[100,000]  N/A[4894] N/A] 1,288] |

1/1

LIIN 01 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:37:14

HPLO8

14/02/2023 10:32:11
5,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LIIN 02-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2861]

378460]

57006]100,000[100,000]  N/A[4803] N/A] 1,330] |

1/1

LIIN 02 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:44:14

HPLO8

14/02/2023 10:39:11
10,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LIIN 03-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2873]

764478]

114653]100,000[100000]  N/A[4827] N/A] 1,347] |

1/1

LIIN 03 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:51:18

HPLO8

14/02/2023 10:46:16
15,0 [uL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LIIN 04-CH1

CH1
40 [msec]
Qualificagdo 2023 3

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 2901]

1161349]

172106]100,000[100.000]  N/A[4783] N/A] 1,348] |

1/1

LIIN 04 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

1,0 2,0 3,0 4,0

‘Retention Time [mir*l]r

QPackSA
14/02/2023 10:58:26

HPLO8

14/02/2023 10:53:23
20,0 [pL]

42

Qualificagdo HPL 08
5,0 [min]
Qualificagdo 2023 2
Qualificagdo 2023
Qaulificagdo 2023

LIIN 05-CH1

CH1
40 [msec]
Qualificagdo 2023 2

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%| Quantityl NTP | ResolutionlSymmetry Factoerarningl

[1]cafeina [ 1] 23890]

1515629]

229605[100,000[100,000]  N/A[4867] N/A] 1,317] |

1/1

LIIN 05 - CH1

50

Creator
Reviewer
Approver
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Chromatogram

5,0 10,0
Retention Time [min]

QPackSA
14/02/2023 11:20:36

HPLO8

14/02/2023 11:00:34
20,0 [pL]

35

Qualificagdo HPL 08
20,0 [min]
Qualificagdo 2023 2
SINAL RUIDO 2023

SINAL RUIDO-CH1

CH1
40 [msec]

1/1

SINAL RUIDO - CH1

20,0

Creator QPackSA
Reviewer

Approver



Relatorio SRELB

Detector UV — UV-2075 — N/S C295660866 Data: 14/02/2023

Ruido:

Valor maximo: 0.162 mAU

Diferenca: 0.020 mAU

Valor minimo: 0.142 mAU

=] Chiomatugram View
=] PDA View
| Disgnasis View

1] Recstculation Sequence

= WM‘P\W‘WM M e il

Tnkesiny [V

‘PN 06 104
BRAMCO 03 IT
inuvm

‘LOUV 02

Louvos

“LOUY 04 -
it .

W W i -

T T T T T T T T T T T T T T T
1670 16730 1570 15750 1570 ISFM0 IS7B0 15,790 15800 15810 15820 15830 15,540 15850 15860 15870 15880
Fetenson Tme [mnl

Peak Info. Table: SINAL RUIDO

Mecht Areat Hecht® | Quanbty |NTF |Heschubion Symmetry Factor  Wemng

S Acquisition
o
£ Ansiys




Estabilidade da Linha de Base:

Valor maximo: 0.1517 mAU

Diferenca (em 20 minutos): 0.032mAU

Valor minimo: 0.1197 mAU

Analysis Chromatog

=] Chramnatugram View
=] PO View
| Diagnasis View

1] Recateulatian Sequence
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Diferenca (em 60 minutos): 0.032 x 3 = 0,096 mAU
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Altura do Pico:
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Chromatogram
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0,0 5,0 10,0 15,0
Retention Time [min]
Chromatogram Information
User Name QPackSA
Date Modified 14/02/2023 14:46:27
Description
HPLC System Name HPLO8
Injection Date 14/02/2023 14:26:25
Volume 0,0 [uL]
Sample # -
Project Name Qualificagdo HPL 08
Acquisition Time 20,0 [min]
Acquisition Sequence
Control Method GRAD - AB 2023
Peak ID Table GRAD AB 2023
Calibration Method
Additional Information
Channel & Peak Information Table
Chromatogram Name GRAD AB_001-CH1
Sample Name
Channel Name CHA1
Sampling Interval 40 [msec]
Peak Method (Manual)
#|Peak Name|CH|tR [min]| Area [uV-sec]|Height [uV]| Area% |Height% | Quantity |NTP | Resolution| Symmetry Factor|Warning
1]20% 1 4,515 16009472 112367] 5,297 6,702 N/A[N/A N/A N/A
2]40% 1 7,571 37309322 226810]12,345] 13,527 N/A[N/A N/A N/A
3160% 1 10,652 55945479 333280|18,511| 19,877 N/A[N/A N/A N/A
4180% 1 13,589 77401254 446823(25,611| 26,648 N/A[N/A N/A N/A
5]100% 1 16,605 115555947 557449]38,236| 33,246 N/A[N/A N/A N/A
1/1

GBAD AB_001 - CH1

20,0

Creator
Reviewer
Approver



Chromatogram
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Retention Time [min]
Chromatogram Information
User Name QPackSA
Date Modified 14/02/2023 15:43:19
Description
HPLC System Name HPLO8
Injection Date 14/02/2023 15:01:43
Volume 0,0 [uL]
Sample # -
Project Name Qualificagdo HPL 08
Acquisition Time 20,0 [min]
Acquisition Sequence
Control Method GRAD - CD 2023
Peak ID Table GRAD CD 2023
Calibration Method
Additional Information
Channel & Peak Information Table
Chromatogram Name GRAD CD-CH1
Sample Name
Channel Name CHA1
Sampling Interval 40 [msec]
Peak Method (Manual)
#|Peak Name|CH|tR [min]| Area [uV-sec]|Height [uV]| Area% |Height% | Quantity |NTP | Resolution| Symmetry Factor|Warning
1]20% 1 4,489 15167630 108774] 5,030 6,495 N/A[N/A N/A N/A
2]40% 1 7,553 36983711 226864|12,265| 13,547 N/A[N/A N/A N/A
3160% 1 10,551 56243766 332834|18,652| 19,875 N/A[N/A N/A N/A
4180% 1 13,393 73495017 447403(24,373| 26,716 N/A[N/A N/A N/A
5]100% 1 16,632 119647120 558797]39,679| 33,368 N/A[N/A N/A N/A
1/1

5 GRAD CD - CH1

Creator
Reviewer
Approver

20,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

Chromatogram

0,5 1,5

1,0
Retention Time [min]

QPackSA
15/02/2023 14:24:28

HPLO8_RI
15/02/2023 14:22:24
5,0 [uL]

31

Qualificagdo HPL 08
2,0 [min]

LDIR 2023_
DETECTOR RI 2023
LDIR 2023

LDIR 01-CH2
RI

40 [msec]
LDIR 2023

1/1

LDIR 01

Creator
Reviewer
Approver

- CH2

2,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

Chromatogram

0,5 1,5

1,0
Retention Time [min]

QPackSA
15/02/2023 14:28:22

HPLO8_RI
15/02/2023 14:26:18
5,0 [uL]

42

Qualificagdo HPL 08
2,0 [min]

LDIR 2023_
DETECTOR RI 2023
LDIR 2023

LDIR 02-CH2

RI
40 [msec]
LDIR 2023

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%|QuantitleTPlResqutionlSymmetry Factoerarningl

[1]Glicerol [ 2] 0.173]

131157]100,000]100,000]  N/A] 44] N/A] 1,561]

1/1

LDIR 02

Creator
Reviewer
Approver

= CH2

2,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

Chromatogram

0,5 1,5

1,0
Retention Time [min]

QPackSA
15/02/2023 14:32:16

HPLO8_RI
15/02/2023 14:30:12
5,0 [uL]

43

Qualificagdo HPL 08
2,0 [min]

LDIR 2023_
DETECTOR RI 2023
LDIR 2023

LDIR 03-CH2

RI
40 [msec]
LDIR 2023

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%|QuantitleTPlResqutionlSymmetry Factoerarningl

[1]Glicerol [ 2] 0.173]

199641]100,000]100,000]  N/A] 44] N/A] 1,576]

1/1

LDIR 03

Creator
Reviewer
Approver

- CH2

2,0

QPackSA
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

Chromatogram

0,5 1,5

1,0
Retention Time [min]

QPackSA
15/02/2023 14:36:11

HPLO8_RI
15/02/2023 14:34:09
5,0 [uL]

44

Qualificagdo HPL 08
2,0 [min]

LDIR 2023_
DETECTOR RI 2023
LDIR 2023

LDIR 04-CH2

RI
40 [msec]
LDIR 2023

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%|QuantitleTPlResqutionlSymmetry Factoerarningl

[1]Glicerol [ 2] 0.175]

332997]100,000]100,000]  N/A] 47] N/A] 1,679]

1/1

LDIR 04 - CH2

2,0
Creator QPackSA
Reviewer

Approver
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Intensity [pV]
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

Chromatogram

0,5 1,5

1,0
Retention Time [min]

QPackSA
15/02/2023 14:40:09

HPLO8_RI
15/02/2023 14:38:08
5,0 [uL]

45

Qualificagdo HPL 08
2,0 [min]

LDIR 2023_
DETECTOR RI 2023
Qaulificagdo 2023

|#|Peak NamelCHltR [min]lArea [uV‘sec]lHeight [uV]l Area% |Height%|QuantitleTPlResqutionlSymmetry Factoerarningl

[1Junknown [ 2] 0.175]

LDIR 05-CH2

RI

40 [msec]

LDIR 2023_

644961]100,000]100,000]  N/A| 45] N/A] 1,594]
1/1

LDIR 05 - CH2

2,0

Creator
Reviewer
Approver
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